The authors have discovered a bug in the code for one of their analyses that renders a minor conclusion incorrect. There are some errors in Fig 5 and 
In the main text, the following sentences should be disregarded: "Secondly, we sometimes observed gradients of the internal homology p-values from the Nto C-termini of large synthases, suggesting that some gene clusters evolve to encode the synthesis of larger molecules by iterative duplication of their most N-terminal module, would have the effect of extending an intermediate NRP or PK by the addition of a new starter unit." and "Also, evolutionary strategies towards generating larger and more complex compounds could be mimicked by N-terminally extending certain types of NRPS/PKS gene clusters by duplicating and then carefully modifying the first assembly-line module."
Supporting Information within the same gene cluster. BGCs that are mostly red contain domains that are highly similar to other domains in the same gene cluster, whereas BGCs that are mostly blue contain domains that are dissimilar from other domains within the same gene cluster. (TIF) 
